We describe a bi-allelic VNTR polymorphism within a 42 bp region in the promoter of the tumour necrosis factor receptor 2 gene (TNFR2). Within this region there are one (Allele 1) or two (Allele 2) repeats of a 15 bp sequence, 5Ј-GCCGGGC AGGTGGAG-3Ј. Allele frequencies observed in a Caucasian population were 0.3 (Allele 1) and 0.7 (Allele 2).
TNFR2 is the principal TNF receptor found on circulating T lymphocytes. To date, polymorphisms have been reported in the promoter region, 1 intron 1 2 and the 3Ј untranslated region. 3, 4 Here we report a bi-allelic VNTR in the promoter of the TNFR2 gene which involves the insertion/deletion of a 15 bp fragment. Restriction enzyme detection using HinfI allowed the site of the VNTR to be localised to a region −322 bp to −363 bp relative to the transcription start site 5 ( Figure 1 ). This region contains a repetitive sequence of 15 bp (Figure 2 ). Allele frequencies were determined by PCR analysis prior to agarose gel electrophoresis ( Figure 3 ) in a population of 99 healthy Caucasian volunteer blood donors (48 females, 51 males) from the South-West of England. The following allele frequencies were observed (n = 198):
The observed frequency of heterozygotes was 0.43 (n = 43). 
